Structural Studies of SARS-CoV-2 Spike Interactions with Antibodies

32 - ' ] 60 kDa 7(!);; II(<DDa C
1 012.9 kDa 40 - o a
! >3 'I‘(%z 1 358 counts (41%) 807 counts (67%)
. 275 counts (72%) 1 004_mAb-464-spike-trimer 60 - Skewness: 0.000 [0 002_mAb-487-spike-trimer Skewness: 0.000
l Skewnegs: 0.000 [ spike-trimer | spike-trimer [ mAb-491-spike-trimer
] ] 1 1 spike-trimer
553 kDa
24 ] 30 - 67 kDa 027 kDa
J 1 0 14.8 kDa 275 counts (72%)
737 kDa E . Skewnegs: 0.000
] 558 kDa 45 139 counts (12%)
61 gDa 315 counts (57%) - i Skewness: 0.000
] 0 17. kDa Skewness: 0.000 i
2 | 131 courfits (24%) 2 2
= Skewnegs: 0.000 c . 553 kDa 751 kDa c
3 16 3 527 kDa c41kDa 3
O O ] 275 counts (72%) zf(‘; \Ac/?\lérs‘:s (()4010/5) O 20 A
30 A Skewness: 0.000 Y - 296 kDa
] 022 kDa
i 107 counts (9%)
| Skewness: 0.000
i 244 kDa
8 15 A 1 (15%) 5 20kDa 10s6]
| 0.00%51 counts (7%) Ske
Skewness: 0.000
0 N 0 ~ ———— 0
0 250 500 750 1000 0 300 600 900 1200 0 250 500 750 1000
Mass [kDa] Mass [kDa] Mass [kDa]
] 61 kDa 64 kDa
i 011.5kDa i 013.5kDa
| 625 counts (55%) i 780 counts (58%)
Skewness: 0.000 1 003_mAb-537-spike-trimer Skewness: 0.000
120 A - 1
] 1 spike-trimer [ mAb-568-spike-trimer
| 120 ~ [ spike-trimer
90 - 1
(%] n .
2 S 80
> 1 >
(@] o J
o 1 o
60 - .
] ] 724 kDa
1 0 34 kDa
759 kDa i 426 counts (32%)
. 553 kDa 0 46 kDa 553 kDa Skewness: 0.000
1 027 kDa 332 counts (29%) 40 627 kDa
275 counts (72%) Skewness: 0.000 9
30 - Skewness: 0.000 1 275 counts (72%)
T Skewness: 0.000
0
0 250 500 750 1000 0 250 500 750 1000
Mass [kDa] Mass [kDa]

Figure 1. SARS-CoV-2 6P Spike trimer-mAb complex analysis. (A-E) Mass photometry of SARS-CoV-2 6p spike trimer alone (MW: 553 kDa) and the spike-trimer-mAb complexes (MW: 553
kDa spike+3(50 kDa Fab)~737 kDa (A); 751 kDa (B); 704 kDa (C); 759 kDa (D); 723 kDa (E). (F) Representative cryoEM micrograph of the SARS-CoV-2 6P spike trimer-mAb-568 complex

showing good particle distribution. Unpublished data.



