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A. Personal Statement 

As a structural biologist, my research has focused on structure determination, primarily by X-ray 
crystallography, of proteins, nucleic acids, and their complexes to elucidate structure-function relationships. In 
the Center for Structural Biology, Protein-Nucleic Acid Interactions Section, we employ a diverse set of 
biophysical techniques, including nuclear magnetic resonance (NMR), small-angle X-ray scattering (SAXS), 
atomic force microscopy, X-ray crystallography, and cryo electron microscopy (cryoEM) to study RNA structure 
and dynamics. This multidisciplinary approach using complementary methods allows us to address significant 
biological questions more completely and more accurately at the molecular level. Such information is highly 
valuable for understanding the important roles RNA molecules play in various cellular processes. My current 
work includes structure determination and design of RNA devices for cancer immunotherapy, RNA 
conformational space and structural dynamics, and conformational switching mechanisms of riboswitches. 
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