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A. Personal Statement 

My research career began when I joined Dr. Changwook Lee’s structural biology lab at UNIST, Republic of 
Korea as an undergraduate research student. My project focused on studying the functions of ER-associated 
protein degradation (ERAD) by elucidating molecular structure of SEL1L-HRD1 complex from mouse. During 
this period, I learned basic molecular biological and biochemical techniques such as cloning, protein purification, 
and crystallography and became interested in the structural biology. I entered the same lab as a graduate student 
and kept working on structural biology. I had been studying the protein complexes at the membrane contact sites 
between organelles, especially, the ER-Mitochondrial encounter structures (ERMES) as well as Nucleus-
Vacuole Junction (NVJ) in yeast. As working on these projects, I got trained in the determination of 3D structures 
using X-ray crystallography of macromolecular protein complex structures and biochemical analyses. After 
earning Ph.D., I joined Dr. Eric Gouaux’s lab and have been studying molecular mechanism of mechanosensory 
transduction channel of hair cell in inner ear. 
 
 
B. Positions, Scientific Appointments, and Honors 
 
2021. 4. –  Present  Postdoctoral Fellow, Vollum Institute/HHMI 

Oregon Health and Science University, USA 
Advisor: Dr. Eric Gouaux, Ph.D. 

 
2019. 2. – 2021. 2.  Postdoctoral Fellow, School of Life Sciences, 

UNIST, Ulsan, Republic of Korea 
Advisor: Dr. Changwook Lee, Ph.D. 



 
2014. 3. – 2019. 2.  Ph.D. in School of Life Sciences,  

UNIST, Ulsan, Republic of Korea 
Advisor: Dr. Changwook Lee, Ph.D. 

 
2010. 3. – 2014. 2.  B.S. in School of Life Sciences, 

UNIST, Ulsan, Republic of Korea 
 

Honors and awards 

 
2014. 3. – 2019. 2.  Global Ph.D. Fellowship Program, National Research Foundation of Korea. 

($30,000/year) 
 
2017. 9.  KSMCB AMOREPACIFIC Great Global Next Generation Research Award. 

 Korean Society for Molecular and Cell Biology. ($2,000) 
 
2017. 7.     Young Scientist Award, Korean Society for Structural Biology. 
 
 
Equipment / Skills 
 
• X-ray crystallography       • Fast protein liquid chromatography (FPLC) 
• Isothermal titration calorimetry (ITC)  • Analytical Ultracentrifugation (AUC) 
• Recombinant DNA technology   • Protein expression and purification 
 
 
Teaching Assistant Experience 
 
• Biochemistry I (BIO211) 2014 1st semester 
• Biochemistry II (BIO221) 2014 2nd semester 
• Biochemistry Laboratory (BIO261) 2014 1st & 2nd semester 
• Molecular Biology Laboratory (BIO202) 2015 1st semester 
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