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Figure 1:  RAD52 micrograph from GLACIOS grid screening varying protein concentration 

based on the particle density. For full data collection, RAD52 protein at 0.5mg/ml was plunged 

frozen onto Cu 1.2/1.3 300 mesh carbon grids, screened, and stored in liquid nitrogen. 
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RAD52 (0.50mg/mL) on Cu 1.2/1.3 300mesh grid, micrograph from GLACIOS grid screening, particle diameter = 120 Å 
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