
SRAS COV2-RBD in complex with 2 potently neutralizing human antibodies (Fab)
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Fig 1: SEC chromatogram of RBD Fab 2130/2196 complex. Peak 1, the complex . Peak 2, unbound 
Fabs .



Fig 2: Low mag image of the cryo grid.

Fig 3: micrographs of RBD Fab 2130/2196 complex in negative stain (left) and cryo (right).

Fig 4: 2D classes from the NS(top)/cryo sample collected on TF20/CCD.


