The catalytic core of the
HOPS multisubunit tethering complex

Figure 1
A Initial EM studies. (A) A complex
containing the three HOPS subunits
[kDa] Vps16:Vps18:Vps33 was purified after
116 —| recombinant expression in E. coli. (B) The
97 | xps18 complex was visualized by negative-
- ps16 .. .
| q Vps33 staining with uranyl acetate and (C) cryo-
66 —| EM.
200nm
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2D classes. Particle picking using Topaz and various rounds of 2D classification and template picking in cryoSPARC
led to 18 classes containing about 26000 particles. Circular mask diameter of 200 A.
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3D model. (A) Model containing about 26000 particles. A
atomic model derived by SWISS-MODEL and based on the
sequence of the N-terminal beta-propeller domain of C.
thermophilum Vps16 and the structure of a sequence-related
beta-propeller domain (PDBid 6EMK) could be fitted into the
electron density map. (B) GSFSC resolution as determined by
cryoSPARC is 7.5 A.




