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Figure 1. A) Single-particle structure of GSDMD

Xia et al., Nature 2021. B) Negative stain of a bacterial
GSDMD homolog organized as a net-like structure
Johnson et al., bioRxvi 2021. C) FLM of frozen plunged
THP-1 cells expressing fluorescent GSDMD.

The blue arrows show GSDMD puncta on a thin

edge membrane.



