SUPPLEMENTARY INFORMATION

Attached here is a general workflow that we use to solve all ribosome complexes. As an example, we

show the workflow of the F. tularensis ribosome bound to a rescue factor and RF1 dataset collected at
NCCAT in March 2020.
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Figure 1: Workflow of cryo-EM structure determination of a
complex solved with data collected at NCCAT in March
2020.
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