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Figure 1. (A, B) cryo-EM structures of crRNA-bound multi-subunit
Csy complexes bound by AcrF10 (in red in panel A) and two molecules of

AcrF1 (in blue in panel B).
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Figure 2. (A) Cryo-EM structure of type ITI-A crRNA and target RNA-bound
multi-subunit Csm ternary complex, with panels showing RNase and DNase
pockets. (B) cA, bound to the Csm ternary complex, with the density for the
bound cA, shown in the panel.
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Figure 3. (A) Domain architecture of type V single subunit Cas13. (B) Cryo-EM
structure of binary complex of crRNA (stem-loop in black and spacer in red)

bound to Cas13a. (€) Cas13 ternary complex with added anti-CRISPR AcrVIA1
(in blue).

Figure 4. The cryo-EM structure of
Cascadec™”NA-TniQ -dsDNA complex.
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